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Coioparlson of huznan (HUM) and mouse (MUS) staufen sequences 

HUM MKUSKKPMyKPVDPySRMQSTYNyNMRGGAYPPRYFyPFPV^PnLYQVEL^ 60 
MUS MyKPVDPHSRMQSTYSYGMRGGAYPPRYFYPFPVPPLLYQVELSVGGQQFNGK 

RBD14" •^RBD2 

HUM 6KTRQAAKHDAAAKAIJlILC^PLPERLEVNGMSEEE»n^NKSEISQV^ 120 

MUS GKMRPPVKHDAPARALRTWSEPLPERIJEVNGREAEEENI 

HUM FEVARESGPPHMKNFVTKVSVGEFVGEGEGKSKKI SKKNAAIAVLEEUOCLPPLPAVERV 180 



MUS FEVARESGPPHMKNFVTRVSVGEFVGE6EGKSKKI SKKNAARAVIXQLRRLPPLPAVERV 

-^RBD3 

HUM KPRIKKKTKPIVKPQTSPEYGQGINPISRIAQIQQAKKEKEPEYTLLTERGLPRRREFVM 240 



MUS KPRIKKKSOPTCK--TMDYGQGMNPISRIAQIQQAKKEKEPEYMLLTERGLPRRREFVM 

RBD3^ -^TBD 
HUM Q\^6NHTAEGT6TNKKVAKRhlAAENMLEILGFKVr^ 300 

MUS gfVKVGHHTAEGVGHOKKVAKRNAAENMLE ILGFKVPQAQPAKPALKSEEJCTPVKKPGDGR 

HUM K\n»FFDPGSGDENGTSNKEDEFRMPYLSHQQLPAGILPM\^EVAQAVGVSQGHHTKDFTR 360 

MUS KV^FFEPSPGDENGTSNKDEEFRMPYLSHQQLPAGILPMVPEVAQAVGVSQGHHTKDFTR 

TBD*- 

HUM AAPNPAKATVTAMIAREliYGGTSPTAETIlJCNNISSGHVPHGPLTRPSEQU5YLSRVQG 420 
MUS AAPNPAKATVTAMIARELLYGGTSPTAETILKSNI SSGHVPHGPRTRPSEQLYYLSRAQG 

-^RBD4 RBD4^ 

HUM FQ\^YKDFPKNinWEFVSLINCSSQPPLISHGIGKDVESCHDMAAIWIIJCLL^ 480 

MUS FQV^YKDFPKNNKNECVSLINCSSQPPLVSHGIGKDVESCHDMAALNIIJ^^ 

HUM EMPRTGNGPMSVCGRC* 496 

MUS EMPRTGNGPVSACGTC* 
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